
<213> Homo sapiens 
<220> 

<223> Protein that lacks Motif A; Encoded by SEQ ID 
NO: 45 



<400> 46 

Met Pro Arg Ala Pro Arg Cys Arg Ala Val Arg Ser Leu Leu 
15 10 



His 



Thr 



Arg Glu Val Leu Pro Leu Ala Thr Phe Val Arg Arg 
20 25 30 



Pro Gin Gly Trp Arg Leu Val Gin Arg Gly Asp Pro Ala Ala 
35 40 45 

Ala Leu Val Ala Gin Cys Leu Val Cys Val Pro Trp Asp Ala 
50 55 60 



Arg Ser 
15 

Leu Gly 
Phe Arg 
Arg Pro 



Pro Pro Ala Ala Pro Ser Phe Arg Gin Val Ser Cys Leu Lys Glu Leu 

65 70 75 80 

Val Ala Arg Val Leu Gin Arg Leu Cys Glu Arg Gly Ala Lys Asn Val 
85 90 ' 95 



tJ 



Leu Ala Phe Gly Phe Ala Leu Leu Asp Gly Ala Arg Gly Gly Pro Pro 
100 105 110 



Glu Ala Phe Thr Thr Ser 
115 



Val Arg Ser Tyr Leu Pro Asn Thr Val Thr 
120 125 



Asp Ala Leu Arg Gly Ser 
130 



Gly Ala Trp Gly Leu Leu Leu Arg Arg Val 
135 140 



Gly Asp Asp Val Leu Val 
145 150 



His Leu Leu Ala Arg Cys Ala Leu Phe Val 
155 160 



Leu Val Ala Pro 



Ser Cys Ala Tyr Gin Val Cys Gly Pro Pro Leu Tyr 
165 170 175 



Gin Leu Gly Ala Ala Thr 
180 

Pro Arg Arg Arg Leu Gly 
195 

Glu Ala Gly Val Pro Leu 
210 



Gin Ala Arg Pro Pro Pro His Ala Ser Gly 
185 190 

Cys Glu Arg Ala Trp Asn His Ser Val Arg 
200 '205 

Gly Leu Pro Ala Pro Gly Ala Arg Arg Arg 
215 220 



Gly Gly Ser Ala Ser Arg 
225 230 



Ser Leu Pro Leu Pro Lys Arg Pro Arg Arg 
235 240 



Gly Ala Ala Pro 



Glu Pro Glu Arg Thr Pro Val Gly Gin Gly Ser Trp 
245 250 255 



Ala His Pro Gly Arg Thr Arg Gly Pro Ser Asp Arg Gly Phe Cys Val 
260 265 270 



44 



Pro Trp Cys Gly Leu Leu Leu Asp Thr Arg Thr Leu Glu Val Gin Ser 
930 935 940 

Asp Tyr Ser Ser Tyr Ala Arg Thr Ser lie Arg Ala Ser Leu Thr Phe 
945 950 955 960 

Asn Arg Gly Phe Lys Ala Gly Arg Asn Met Arg Arg Lys Leu Phe Gly 
965 970 975 

Val Leu Arg Leu Lys Cys His Ser Leu Phe Leu Asp Leu Gin Val Asn 
980 985 990 

Ser Leu Gin Thr Val Cys Thr Asn lie Tyr Lys lie Leu Leu Leu Gin 
995 1000 1005 

Ala Tyr Arg Phe His Ala Cys Val Leu Gin Leu Pro Phe His Gin Gin 
1010 1015 1020 

Val Trp Lys Asn Pro Thr Phe Phe Leu Arg Val lie Ser Asp Thr Ala 
1025 1030 1035 1040 

Ser Leu Cys Tyr Ser lie Leu Lys Ala Lys Asn Ala Glu Glu Glu Asn 
1045 1050 1055 

, lie Leu Val Val Thr Pro Ala Val Leu Gly Ser Gly Gin Pro Glu Met 



1060 1065 1070 



Glu Pro Pro Arg Arg Pro Ser Gly Val Gly Ser Phe Pro Val Ser Pro 
1075 1080 1085 

Gly Arg Gly Val Gly Leu Gly Leu 
1090 1095 



<210> 45 

<211> 3918 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Protein that lacks Motif A; with Intron Beta 



<400> 45 . ' • 

atgccgcgcg ctccccgctg ccgagccgtg cgctccctgc tgcgcagcca dtachgcgag 60 |j 

gtgctgccgc tggccacgtt cgtgcggcgc ctggggcccc agggctggcg gc^gtgcag 120 ' 

cgcggggacc cggcggcttt ccgcgcgctg gtggcccagt gcctggtgtg cgtgccctgg 180 'jVi<f&^jA^[/^ 

gacgcacggc cgccccccgc cgccccctcc ttccgccagg tgtcctgcct gaaggagctg 240 ^ " ^ ^ 

gtggcccgag tgctgcagag gctgtgcgag cgcggcgcga agaacgtgct ggccttcggc 300 

ttcgcgctgc tggacggggc ccgcgggggc ccccccgagg ccttcaccac cagcgtgcgc 360 

agctacctgc ccaacacggt gaccgacgca ctgcggggga gcggggcgtg ggggctgctg 420 y 

ctgcgccgcg tgggcgacga cgtgctggtt cacctgctgg cacgctgcgc gctctttgtg 480 ' 

ctggtggctc ccagctgcgc ctaccaggtg tgcgggccgc cgctgtacca gctcggcgct 54 0 

gccactcagg cccggccccc gccacacgct agtggacccc gaaggcgtct gggatgcgaa 600 

cgggcctgga accatagcgt cagggaggcc ggggtccccc tgggcctgcc agccccgggt 660 

gcgaggaggc gcgggggcag tgccagccga agtctgccgt tgcccaagag gcccaggcgt 720 

ggcgctgccc ctgagccgga gcggacgccc gttgggcagg ggtcctgggc ccacccgggc 780 



